Experimental 1-(2-Hydroxyphenyl)ethanone (1 mmol, 136 mg), 2-piperidin-1-ylethylamine (1 mmol, 128 mg), and copper(II) bromide (1 mmol, 223 mg) were dissolved in methanol (80 ml). The mixture was stirred at room temperature for 1 h to give a blue solution. The resulting solution was kept in air for a few days, and blue blocks of (I) were formed.
In the title complex, [CuBr(C 15 H 21 N 2 O)], the Cu II atom is coordinated by one phenolate O, one imine N and one amine N atom of the tridentate Schiff base ligand and by one bromide ion, resulting in a distorted CuBrN 2 O square-planar geometry for the metal ion, with the N atoms in a cis conformation.
Related literature
For a related structure and background references, see the preceding paper: Zhao & Li (2010) .
Experimental
Crystal data [CuBr(C 15 Table 1 Selected geometric parameters (Å , ). Br1 96.27 (8) Data collection: SMART (Bruker, 1998); cell refinement: SAINT (Bruker, 1998); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Financial support from the Shaoxing University research fund is gratefully acknowledged. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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